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—, of poly(-benzyl-L-glutamate), 1461 

Dynamic structure factor, for DNA, 2207 


Elastin hexapeptide, 163 

Electric birefringence, axial ratios of 
macromolecules from, 1813 

—, of dilute DNA solutions, 2353 

—, reversing-pulse field, of polydisperse 
poly(y-benzyl-L-glutamate), 2077 

Electron diffraction, of poly(aminoisobutyric 
acid), 319 

Eledoisin, clinical application of, 507 

Ellipsoids, tri-axial, as models of 
macromolecules, 1813 

Emerimicin fragments, synthesis, 
characterization and conformation, 1335 

Empirical potential function, for enthalpy of 
DNA melting, 1979 

—., for enthalpy of RNA melting, 2001 

End effects, governing DNA rigidity, 811(C) 

Endocytosis, of EGF-receptor clusters, 347 
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Energy minimization, 1 

—-, of poly(y-phenethyl-L-glutamate), 1071 

Enkephalins, modified, hydrophobic and 
hydrophilic, 575 

Enniatin B, K* complex, structure by 
constrained damped least-squares 
method, 1373 

Enthalpy, calculated for DNA melting, 1979 

—, calculated for RNA mel =z, 2001 

Epidermal growth factor, receptor complex 
mobility, 347 

Erabutoxin, nmr and deuterium exchange of, 
139 

—, rigidity and toxicity of, 139 

Ethidium bromide, binding to DNA at high 
and low concentrations, 1949 

—, DNA binding studied by FCS/FPR, 1919 

Ethylene glycol, effect on hemoglobin oxygen 
affinity, 119 

Excitons, interacting, in polypeptides, 171 

Exciton theory, for proteins, 1045 

Excluded volume, of DNA of intermediate 
molecular weight, 1087 

—, evaluated for biopolymers in solution, 1507 


a-Factor of S. cerevisiae, nmr assignments, 
815(C) 

Ferrocytochrome c, molecular dynamics of, 
1579 

Fibril, collagen, theoretical model of 
formation, 1793 

Fibrin, polymerization studied by light 
scattering, 2017(C) 

Fibronectin, CD studies, 821 

—, interaction with heparin, 821 

Field desorption mass spectra, of 
dermorphins, 487 

Flexibility, of collagen in dilute solution, 1747 

—, function in proteins, 261 

—, of intercalated DNA, 2667 

—, polymer, studied by time-resolved 
fluorescence depolarization, 1301 

—., of polysaccharide chains, 1769 

9-Fluorenylmethyloxycarbonyl amino acids, 
improved synthesis of, 2157(C) 

—, oligopeptide impurities in, 2157(C) 

9-Fluorenylmethylsuccinimidy] carbonate, 
preferred for synthesis of Fmoc-amino 
acids, 2157(C) 

Fluorescence, and conformation in Trp 
peptides, 2459 

—, with simultaneous absorbance, CD, 93 

—, of thioredoxin fragments, 107 

Fluorescence correlation spectroscopy, 
measurements at high and low 
concentration, 1949 

—, theory for multiple ligand binding, 1919 

Fluorescence depolarization, time-resolved, 
1301 
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Fluorescence immunoassay, of peptide 
hormones, 481 

Fluorescence photobleaching recovery, 
measurements at high and low 
concentration, 1949 

—, theory for multiple ligand binding, 1919 

2’-Fluoro-2’-deoxyadenosine dinucleotides, 
multinuclear nmr studies on, 1427 

Folding, of bacteriophage proteins, 125 

—., nucleic acid, analyzed using 
heminucleotide scheme, 2061 

—, protein, pathways in, 37 

Folding pathway, of myoglobin, 79 

—, ribonuclease, 59 

Fourier-transform nmr, suppression of H2O 
signal, 1259(C) 

Freeze-drying, CD of hemoglobin changes on, 
2367 

Friction coefficient, of assemblies of spheres, 
1133 


8-Galactosidase, mutant, activation by 
antibody, 465 

—, mutant, conformational antigenic 
determinants, 465 

Gastrin, coupling to polymers and proteins, 
481 

—, maleoyl-§-alanyl, conjugation to tracers, 
481 

Gastrins, CD study of Ca?* bonding, 2443 

Gating mechanism, in alamethicin pores, 241 

Gauche effect, in polysaccharide chains, 1769 

Gels, DNA, centrifugation, salt effects on, 935 

Globule—coil model, 79 

Glucagon, calculated effect of charged lipids 
on helicity, 1003 

Glutamate ion, interaction potential with 
water, 1449 

Glycerol, effect on hemoglobin oxygen affinity, 
119 

Glycoproteins, mucous, hydrodynamics of, 
2141 

Glycosaminoglycans, CD studies of, 1319 

Glycylglycine, Raman study of vibrations of, 
1267 

Glycyl-L-proline, Raman study of vibrations 
of, 1285 

Gramicidin A, CD conformation study, 397 

—, <oerystallization with lipids, 397 

Graphics, perspective, of polysaccharide 
chains, 1769 

Grooves, DNA, accumulation of charge in, 
2331 

—, in nucleic acid helices, 2061 

Guanine, empirical parameters, 755 

Guest-—host sequences, 163 


Halogenation, 2’-position, effect on 
conformation of dinucleosides, 1189 
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Heat capacity, increments related to 
conformational change, 2411 

Helical character, of avian pancreatic 
polypeptide, 293 

310-Helical pentapeptide, head-to-tail 
arrangement of helices, 1499 

Helical preferences, of isolated gem - 
diaminoalkyl and malony] structures, 
1885, 1901 

Helix, 10, adopted by Boc-(Aib-X)5-Ome, 
2133 

—, %10- and a-, formed by Aib-containing 
peptides, 1335 

—, double, spontaneous opening of, 2273 

—, four-stranded, proposed for poly(X)- 
poly(U), 2021 

—, left-handed, evidence against, for poly(dI- 
dC) duplex, 1445(C) 

—, left-handed, in L-Ala-Gly-Gly, 833 

—, RNA, compared with DNA helix, 2001 

310-Helix, a,a-disubstituted residues in, 205 

—, in poly(aminoisobutyric acid), 319 

a-Helix, in Aib-containing peptides, 241 

—, a,a-disubstituted residues in, 205 

—, nonplanar amides in, 189 

—, in poly(y-phenethyl-L-glutamate), 1071 

B-Helix, model for peptide ionophores, 403 

—, D,L-oligovaline, 157 

Helix—coil parameters, concentration 
dependence of, 43 

Helix—coil theory, for short DNA, 1409 

Helix—coil transition, coupling to nematic- 
isotropic phase transition, 43 

—., of (dG-dC)s as a function of solvent, 1107 

—, DNA, effect of amino acid amides, 2549 

—, DNA, effect of Ca, Mn on, 1641 

—, in glucagon and secretin, 1003 

—, related to heat-capacity increments, 2411 

Helix formation kinetics, DNA, effect of 
mismatched bases on, 1235 

a-Helix/a-sheet ratio, of oligo- and poly(L- 
alanines) by }°C-nmr, 1357 

Heme, effect on myogiobin folding, 79 

Heminucleotide repeat concept, 2061 

Hemoglobin, CD study of changes upon 
freeze-drying, 2367 

—., kinetics of O2 release in mixed solvent, 
1677 

—, mechanism of oxidation protection, 2367 

—, millimeter-wave spectroscopy of, 1715 

—, oxygen affinity, effect of organic cosolvents 
on, 119 

—, oxygen affinity, R and T forms, 119 

Heparin, effect of ionic strength on diffusion, 
643 

—, interaction with fibronectin, 821 

Histidyl-histidines, interactions between 
imidazoles of, 2563 

Histone, DNA interactions, 333 

—, fiber x-ray diffraction of, 333 


Histones, CD of, 113 

—, microcalorimetry of, 113 

—, nmr of, 113 

History, of peptide chemisry, 579 

H-nmr, of protein folding intermediates, 59 

Homo-oligopeptides, 163 

Host-guest peptides, 233 

Hyaluronate, CD studies of, 1319 

—, limiting viscosity of, 589(C) 

Hyaluronate—proteoglycan complex, (1:2), 
strength versus hyaluronate chain length, 
2501(C) 

Hydration, effect on charge migration in DNA, 
collagen, 807(C) 

—, effect on collagen structure at O°C, 2539 

—, effect on scattering intensity, 1507 

—., effects on lysozyme conformation, 1637(C) 

—., of lysozyme, 255 

—, of uridine nucleosides, 731 

Hydrazine, x-ray structure of cellulose II 
complex, 1383 

Hydrodynamic interactions, of spheres, 1133 

Hydrodynamics, of mucous glycoproteins, 
2141 

Hydrogen bonding, classification of patterns 
of, 2577 

—, in hydrated peptides, 27 

—., in protein folding intermediates, 59 

—, in serine-containing peptides, 341 

—, of uracil carbonyls, 731 

Hydrogen bonds, Cz, ir study of, 2091 

—, cyclic pseudopeptide, 147 

—, role in solvated polypeptides, 49 

—., stretching at double-helix—single-strand 
junction, 1759 

—., stretching observed in far-ir, 1715 

Hydrogen exchange, in redissolved lysozyme, 
1637(C) 

Hydrogen-exchange kinetics, lysozyme, 
analysis by numerical Laplace inversion, 
895 

Hydrophilic enkephalin analogs, 575 

Hydrophobic effects, in amino acid—nucleotide 
interactions, 2549 

Hydrophobic enkephalin analogs, 575 

Hydrophobic interactions, effect of alcohols 
on, 1677 

Hydrophobic template, 15 


Idiotypes, shared, between B- and T-cells, 453 

Imidazole, histidine, intramolecular 
interactions in (His)2 diastereomers, 2563 

Imidazole pKa, effect of adjacent imidazole 
on, 2563 

Immune response, mouse, to synthetic 
polypeptides, 441 

Immunoassays, of peptide hormones, 481 

Immunochemistry, of thermolysin and 
fragment, 69 
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Immunoglobulins, flexibility in, 261 

Inhibitors, proteinase, 387 

Insulin, conformational change on binding, 
281 

—, human, macromolecularization of Cu(II) 
binding site, 2325 

—, poly(ethylene oxide)-bound, CD, uv 
studies of, 569 

—, x-ray analysis of, 281 

Interaction potential, quantum mechanical, of 
charged amino acids with water, 1449 

Interactions, short-, medium-, and long-range, 
1,15 

Intercalated chains, conformational mobility 
of, 2667 

Intercalating dyes, reversal of DNA 
condensation by, 1621 

Intercalation, bis-, !9F-nmr study of, 2497 

Intercalators, effect on x-ray diffraction of 
dissolved DNA, 1523 

—, possible binding geometries of, 2667 

Intermediates, in 6-trypsin-BPTI binding, 363 

Internalization, of EGF-receptor clusters, 347 

Ion binding, to polynucleotides, 2549 

Ion-exchange chromatography, of oligo(S- 
carboxymethyl-L-cysteine), 2173 

Ionic strength, effect on DNA gels, 935 

Ionization, pulsed, of hydrated DNA and 
collagen, 807(C) 

Ionophore, cyclo(X-Pro),4, 2383 

Ionophore fragment, x-ray diffraction studies, 
1499 

Ionophores, design and synthesis of, 409 

—, oligopeptide, 403 

Ir spectroscopy, of acetyl-L-Phe p-acetyl 
anilides, 1 ‘89 

—, of diastereomeric oligoprolines, 305 

—, direct difference, of lysozyme hydration, 
255 

—, far, hydrogen-bond stretching observed by, 
1715 

—, of peptide C7 hydrogen bonds, 2091 

—., of peptides, polypeptides, and proteins, 
217 

—, of serine-containing peptides, 341 

—, studies of angiotensin II model peptides, 
663 

—, studies of peptide in vesicles, 381 

—, studies of poly(X)-poly(U) complexes, 2021 

Ising model, applied to protein folding, 15 

Isomerism, positional, effect on HPLC 
mobility of oligopeptides, 1401 

Isotopic enrichment, !°C and !5N, 663 

Isovaline, 205 


Kinetics, of binding to a two-site lattice, 787 
—, of DNA helix formation, 1235 

—, of dye-binding of poly(L-lysine), 2035 
—, of hemoglobin G» release, 1677 
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—, model for DNA-protein dissociation, 1697 

—, of NCA copolymerization, 747 

—, of thermolysin unfolding, 101 

—, of 8-trypsin-BPTI binding, 363 

Kratky-Porod chains, light scattering from 
optically anisotropic, 1545 


8-Lactoglobulin, laser-Raman studies of, 
2507(C) 

—, sulfhydryl, disulfide groups in, 2507(C) 

Lactones, cyclic, as ionophores, 409 

—, roto and ref, conformation of, 409 

Laplace inversion, numerical, of hydrogen- 
exchange kinetics data, 895 

Laser light scattering, of poly(y-benzyl-L- 
glutamate), 1461 

Laser-Raman studies, of 8-lactoglobulin 
cystines and cysteines, 2507(C) 

Lattice, multidimensional, ligand binding on, 
2253 

LD, of DNA, 1731 

—, of DNA-Ag*, and DNA-Hg?*, 601(C) 

Least-squares method, mathematical 
constraints applied to, 1373 

Ligand binding, to multidimensional lattice, 
2253 

Light scattering, observation of possible DNA 
defect resonance, 2045 

—., from optically anisotropic wormlike chains, 
1545 

—, study, laser, of poly(y-benzyl-L- 
glutamate), 1461 

—, study of crystallin proteins, 1203 

—, study of DNA condensation, 1595 

—, study of DNA counterion condensation, 
1097 

—, study of fibrin polymerization, 2017(C) 

—, study of porcine submaxillary mucin, 1657 

—, treatment of concentrated solutions, 1203 

Light-scattering spectra, temperature 
dependence of, 593(C) 

Liquid chromatography, high-performance of, 
methionine/glycine co-oligomers, 1401 

—, high-performance of, 
-methylglutamate/glycine co-oligomers, 
1401 

—, high-pressure, comparison of protein 
denaturation profiles, 2123 

—, high-pressure, of Fmoc amino acids and 
peptides, 2157(C) 

—, high-pressure, of peptide—-catecholamine 
conjugates, 531 

—, high-pressure, study of protein 
denaturation profiles, 2105 

Liquid-phase method, 163 

Liquid-phase peptide synthesis, 233 

Lyophilization, CD of hemoglobin changes on, 
2367 

Lysine cation, interaction potential with 
water, 1449 








SUBJECT INDEX 


Lysozyme, effect of glycerol, TCE on 
hydrogen-exchange kinetics, 895 

—, effects of water on conformation, 1637(C) 

—, hydration of, 255 

Lysyl peptides, antigenicity of, 425 


Macromolecularization, of Cu(II)-binding 
tripeptide, 2325 

Macromolecules, modeled as tri-axial 
ellipsoids, 1813 

Magnetic birefringence, DNA persistence- 
length study, 2727 

Maleoyl-§-alanine, as a hormone-carrier link, 
481 

Malony] residue, ab initio calculations on, 


—, nmr characteristics of, 1869 

—, rigid and flexible geometry calculations, 
1885 

Mass loading, 2639 

Mass spectra, field desorption of dermorphins, 
487 

a-Melanotropins, superactive, long-acting, 
and cyclic, 517 

Melittin, 'H-nmr and neutron diffraction 
studies, 391 

—, interactions with phospholipids, 391 

Melting, of ddCGCGAATTCGCG) in hairpin 
conformation, 1247 

—, of (dG-dC)s3 as a function of solvent, 1107 

—, DNA, AH comuted by improved method, 
1979 

—, DNA, correlation of T,,, sequence, and 
AH, 1979 

—, DNA, effect of amino acid amides on, 2549 

—, DNA, effect of Ca, Mn on, 1641 

—, DNA. vibrational analysis, 1759 

—., effect of metals on poly(X)-poly(U), 2021 

—, nucleotide, nmr study of, 919 

—, of poly(2-aminodeoxyadenylic acid) 
complexes, 597(C) 

—, RNA, AH computed by improved method, 
2001 

—, RNA, correlation of T,,,, sequence, and 
AH, 2001 

—, theory for short DNA, 1409 

Membranelike environments, hydrophobic 
peptide in, 381 

Mercury(II) ion, LD of DNA complex with, 
601(C) 

Metal ions, effect on T,,, of poly(X)-poly(U), 
2021 

—, modes of binding to DNA, 1831 

Methidium-spermine, DNA condensation 
induced by, 1621 

Methy] orange, kinetics of binding to poly(L- 
lysine), 2035 

Micelles, nmr, CD studies of peptide in, 381 

Microheterogeneity, of myelin basic protein, 
377 
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Microtubule protein, assembly and 
conformation, 87 

Microwave absorption studies, of DNA of 
varying length, 2513(C) 

Millimeter-wave spectroscopy, oversized 
cavity technique, 1715 

—., for picosecond relaxation studies, 1715 

Mobility, conformational, of intercalated 
DNA, 2667 

Molecular dynamics, collective motions in 
proteins, 1579 

—, of ferrocytochrome c, 1579 

Molecular mechanics, applied to A- and B- 
DNA, 969 

Molecular-orbital calculations, on uracil 
carbonyls, 731 

Molecular simulation, using the constrained 
damped least-squares method, 1373 

Molecular weight, polymer, by ion-exchange 
chromatography, 2173 

Molecular weight distribution, of rodlike 
polymers, 1461 

Monoclonal antibodies, in antigen structure 
study, 425 

Monte Carlo analysis, of excluded-volume 
effect in DNA, 1087 

Monte Carlo simulation, of solvated 
antamanide, 27 

Motions, internal, evaluation of DNA models 
for, 2703 

Mucins, hydrodynamics of, 2141 

—, porcine submaxillary, solution properties 
of, 1657 

Mucous glycoproteins, hydrodynamics of, 2141 

Muramy] dipeptide, as synthetic adjuvant, 415 

Mutations, temperature-sensitive, protein 
folding in, 125 

Mycobacterium smegmatis, x-ray diffraction 
of DNA from, 1633(C) 

Myelin basic protein, nmr of, 377 

Myoglobin, effect of heme on folding of, 79 


Neighbor-exclusion parameter, given by new 
ligand binding plot, 1967 

Nematic-isotropic transition, coupling to 
helix—coil, 43 

Neuropeptides, neurophysin binding, 355 

Neurophysin-neuropeptide complex, 
biosynthesis and interactions, 355 

Neutron small-angle diffraction, of melittin- 
phospholipid multilayers, 391 

Nmr, of A- and G-containing oligonucleotides, 
919 

—., of acetyl-L-Phe p-acetyl anilides, 1489 

—, of angiotensin analogs, 227 

—, 13C-, of angiotensin II model peptides, 663 

—., 13C-, of cyclo(X-Pro)4 metal complexes, 
2383 

—, }8C-, of free and protected proline 
tetrapeptides, 1853 
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—, 3C-, of oligo- and polyribonucleotides, 
1843(C) 
—., 3C-, of peptide in vesicles and micelles, 
381 
—, }8C- and 'H-, of cyclo(L-Pro-Sar), 617 
—, 3C-3!P, of 3’ nucleotide, 605 
—, of cyclic octapeptides, 2191 
—, of cyclic proline peptide, 153 
—, cyclic pseudopeptide, 147 
—, dynamics of (dG-dC)3 studied by, 1107 
—, !9F-, of 2’-fluoro-2’-dioxyadenosine- 
containing nucleotides, 1427 
—, !9F-, study of DNA bis-intercalators, 2497 
—, Fourier-transform, suppression of H2O 
signal, 1259(C) 
—, 'H-, imidazole pK,’s of (His) by, 2563 
—, 'H-, of AM-toxins, 1167 
—,'H-, of a-factor from S. cerevisiae, 815(C) 
—, 'H-, of 2’-fluoro-2’-deoxyadenosine- 
containing nucleotides, 1427 
—,1H-, of free and protected proline 
tetrapeptide, 1853 
—, 'H-, of melittin-phospholipid interactions, 
391 
-—, 'H-, of oligo- and polyribonucleotides, 
1843(C) 
—, !H-, of peptide in vesicles and micelles, 381 
—., !H-, of retro—inverso peptides, 1869 
—, of histones, 113 
—, of myelin basic protein, 377 
—, 15N-, of angiotensin II model peptides, 663 
—, of oligovaline 8-helix, 157 
—, !P-, of 2’-fluoro-2’-deoxyadenosine- 
containing nucleotides, 1427 
—, *!P-, of poly(dAdT)-poly(dAdT), 879 
—, *!P-, of poly(dA)-poly(dT), 879 
—, *IP-, of poly(dGdC)-poly(dGdC), 879 
—, of peptide hormones, 517 
, of POE-bound oligopeptides, 163 
, of poly(L-Lys)—carbonate complex, 1027 
, of serine-containing peptides, 341 
, of snake neurotoxins, 139 
, of substance P analogs, 247 
, two-dimensional, for resonance 
assignments, 131 
Normal coordinate calculations, for 
glycylglycine, 1267 
—, for glycyl-L-proline, 1285 
Normal modes, of double-helix—single-strand 
junction, 1759 
Nuclear Overhauser effect, in cyclo(L-Pro- 
Sar), 617 
Nuclear polarization, in proteinase—inhibitor 
complexes, 387 
Nucleation growth model, applied to coilagen 
fibrils, 1793 
Nucleic acid monomers, CD, transition 
parameters of, 755 
Nucleosides, uridine, hydrogen bonding in, 731 
Nucleotide dynamics, solvent effects, 1107 
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Nucleotides, di- and mono-, containing 2’- 
fluoro-2’-deoxyadenosine, 1427 

—., nmr study of base-stacking in, 919 

Nucleotide stacking, single-strand, improved 
CD analysis applied to, 945 

Nucleotide stereochemistry, effect of 2’ 
substituent, sugar pucker, 605 


Oligo(Ala-Ala-Gly), conformation and ion 
transport properties, 403 

Oligoalanines, conformation and ion transport 
properties, 403 

—, a-helix/8-sheet ratio by '°C-nmr, 1357 

Oligo(Leu-Ser-Leu-Gly), conformation and 
ion transport properties, 403 

Oligomeric proteins, assembly and folding, 125 

Oligonucleotide dynamics, solvent effects, 
1107 

Oligonucleotides, as mutated DNA models, 
1235 

—, nmr study of base-stacking in, 919 

—, preferred structures by molcular 
mechanics, 969 

Oligopeptides, mobility of positional isomers 
on silica, 1401 

Oligoprolines, x-ray analysis of, 305 

Oligoribonucleotides, nmr and conformational 
properties, 1843(C) 

Oligosaccharides, for polysaccharide CD 
analysis, 1319 

Optical activity, calculated for polypeptides, 
171 

Orientational interactions, of DNA in dilute 
solutions, 2353 

Oxytocin, antagonists of, 517 


Packing, of collagen helices, 33 

Partial retention of diatomic differential 
overlap (PRDDO), 731 

Pattern recognition, computerized, for protein 
structure specification, 2577 

PEG-bound peptides, conformation correlated 
to physical properties, 1849(C) 

—, GPC of, 1849(C) 

Pepsinogen, GuHCl denaturation profile of, 
2105 

Peptaibol antibiotics, conformational 
preferences of, 1335 

Peptide, cyclic, with all-cis peptide bonds, 617, 
633 

Peptide—catecholamine conjugates, 531 

Peptide chemistry, history of, 579 

Peptide factors, criteria for purity, 493 

—, as pharmaceuticals, 493 

—, stability upon storage, 493 

Peptide pharmaceuticals, ceruletide and 
eledoisin, 507 

Peptide—ribbon representation, of protein 
folding, 37 
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Peptides, molal volumes in aqueous urea, 2397 

—, PEG-bound, conformation correlated to 
physical properties, 1849(C) 

Peptide solvation, calorimetric study of, 869 

Peptide—water interactions, 27 

Persistence length, of collagen from 
viscoelastic measurements, 1747 

—, DNA, electrostatic and intrinsic, 2727 

—, DNA, end effects governing, 811(C) 

—, DNA, in breathing and bending, 689 

—, electrostatic, in DNA gels, 935 

pH, effect on hyaluronate viscosity, 589(C) 

—, effects on DNA counterion condensation, 
1097 

Phospholipid vesicles, gramicidin 
incorporation in, 397 

Photoaffinity labeling, of neurophysin binding 
site, 355 

Photo-CIDNP, in proteinase—inhibitor 
complexes, 387 

Photon correlation spectroscopy, of poly(y- 
benzyl-L-glutamate), 1461 

Phycocyanin, stability of normal vs deuterated 
form, 1223 

Plot, modified Scatchard, for characterizing 
ligand binding, 1967 

Poisson-Boltzmann equation, applied to 
metal-DNA binding, 1831 

—, compared with angularly variable model, 
2331 

Poly(L-alanine), millimeter-wave spectroscopy 
of, 1715 

Poly(L-alanines), a-helix/8-sheet ratio by 
13C-nmr, 1357 

Polyamines, condensation of DNA by, 1097 

Poly(2-aminodeoxyadenylic acid), CD of 
complexes, 597(C) 

—, thermal stability of complexes, 597(C) 

Poly(aminoisobutyric acid), electron 
diffraction studies of, 319 

Poly(y-benzyl-L-glutamate), laser light- 
scattering study of, 1461 

—, polydisperse, reversing-pulse electric 
birefringence of, 2077 

Poly(S-carboxymethyl-L-cysteine), effect of 
DP on conformation, 2173 

—, preparation and fractionation of, 2173 

Poly(dI-dC)-poly(dI-dC), vacuum uv CD study 
of, 1445(C) 

Polydispersity, new analytical method for, 
2077 

Polyelectrolytes, surface charge density and 
dynamic charge of, 2169(C) 

Polyelectrolyte theory, for angularly variable 
charge distribtions, 2331 

Polyethylene glycol, flexibility in dilute 
solution, 1301 

Poly(ethylene oxide), chemical modification 
of, 569 

—, insulin bound to, 569 
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Poly(L-Glu), ethyl ester copolymers, 
permeability to proteins, 547 

Poly(Glu,Lys,Phe), immune response of mice 
to, 441 

Poly(Glu,Phe), immune response of mice to, 
441 

Poly(Gly)-II, structure of L-Ala-Gly-Gly 
model, 833 

Poly(Gly-Pro-Pro), conformational energy 
calculations of, 33 

Poly(L-Lys HBr), nmr of complex with 
carbonate, 1027 

Poly(L-lysine), derivatized with Cu(II)- 
binding peptide, 2325 

—., kinetics of dye-binding by, 2035 

Polymer crystallization, theory applied to 
collagen fibrils, 1793 

Polymer flexibility, a hinged-dumbbell model 
for, 1301 

Polymeric supports, polar, for SPPS, 839 

Polymerization, fibrin, studied by light 
scattering, 2017(C) 

—, NCA, of S-carboxymethyl-L-cysteine, 2173 

—, of polar SPPS supports, 839 

Polyoxyethylene, oligopeptides bound to, 163 

Polypeptides, block, DNA supercoiling 
induced by, 2517(C) 

—, calculation of optical activity, 171 

—, dynamic conformation of, 579 

—, random, by NCA copolymerization, 747 

—, synthetic, as antigens, 453 

—, vibrational analysis of, 217 

Poly(y-phenethyl!-i-glutamate), x-ray and 
energy-minimization structures, 1071 

Polyribonucleotides, nmr and conformational 
properties, 1843(C) 

Polysaccharide chains, computer visualization 
of, 1769 

—, conformational calculations on, 1769 

—., extension and flexibility, 1769 

Polystyrene latex spheres, diffusion at various 
temperatures, 593(C) 

—, temperature dependence of diffusion 
coefficient, 1023(C) 

Poly(X)-poly(U) complexes, four-stranded 
helix proposed, 2021 

Porosity, hydrodynamic treatment of, 2141 

Probability density functions, for hydrogen- 
exchange kinetics in lysozyme, 895 

Proline, conformation of oligomers of, 305 

—., B-turn-promoting character of, 1853 

Proteinases,serine CIDNP in inhibitor 
complexes, 387 

Protein denaturation, comparison of 17 
profiles, 2123 

Protein-DNA complexes, cooperative binding, 
1697 

—, dissociation kinetics model, 1697 

Protein dynamics, time dependence of, 1579 

Protein folding, pathways for myoglobin, 79 
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—, theoretical treatment of, 1 
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